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Agrose Beads Chromatin Immunoprecipitation (ChIP) Kit for Mammal
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(6T) (127 (40T)

01 Protein A/G IRASHEHEk 0.25mL 0.5mL 1mL 4°C

02 BRE P 3.5mL 7mL 14mL 4°C

03 R 12.5mL 25mL 50mL 4°C

04 SRR 0.2mL 0.4mL 0.8mL 4°C

05 10XTE R 0.28mL 0.55mL LimL 4°C

06 NaC1 (5 M) 0.13mL 0.26mL 0.52mL 4°C

07 BEESMEI 100uL 0.19mL 0.38mL -20°C

08 RNase A 70uL 0.13mL 0.26mL -20°C

09 Proteinase K 70uL 0.13mL 0.26mL 20°C

Fﬂﬁﬂ/Product Description

FEREEHIUE (ChIP) RIARAAN DNASEALESHIRA, STAREIKABAN “E0 -DNA"EEY,
RIS, BEE KNG DNA EEEHNKE, RBHFFEREHRRARANZEZEARAELESH DNA R,
BN proteinA/G IRfE¥ERERIUE “DifA - BEHER - 455 DNA” E51F, BERKERAS DNA #B32E, 12
ERZE5HI DNA. % DNA AJ B FEERIEE PCRN (qPCR) ERBENF (seq).
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1. AR RE R S B BB A TR
(1) SEARK

ORHFEAEETF AL, SAMNA 500 uL RFEE PR, 5uL EEBEIOSIF (3% 1% Fm), WTES.
QEBETHAER, BEIEERMIBZRLTAKES, HRERMEE, UBRGBRIHREMY, BEXHE
AEK BMBFIRER, BSVIRIERESENBEITIEM, £ DNA FERANESIETEEH,; RRBE
5489, AJLEEEREMEY, TRESABESZEKNEASSBHELR, BERTANBERY; B8
ARNRESRBENERNARAERITERE, SNHMAEFEHE—MEXLREENBE &R FEEEN,
(BE£%4 M2 BEBERRIEN, BI1%,30 s +30 s (]85 30 s, E{Z 30 s) 187 28 ¢ EMUBEN,
35% IhE, 2s+5s (BE2s, HFHfE5s) &8FE 15 mino)

(34°C 13000 g B0 10 min, B EBEEHMELEH,

@HY 5 uL EEFHITREREE (WTRPSE 4 “RRREL”, H RNaseA # Proteinase KBYBEEIH 1.5ul), #
BRI DNA FE&AR/N; FTHTEY DNA JBE7E 100~1000bp Fj8], ChIP-Seq E3K DNA FE&&4F1E 100~500
bp &, ChIP-gPCR Z3k DNA 5 EXSR4F7E 300~1000 bp = idl,

G®IR DNA FEARRIN, NP BOREN LERMEEE, EEREFEIEANN DNA FE; MIRAER
LRTh, MM E5E&RSEY 30 L fEAZEA input, BY 30 uL 9 DNA input, EISRFETF ChIP £, - 80°C1RTZ.
AR L UEATEETSRMEN CARRER), FTLUEINMNMBRE DRIMEBEZHHRERR, BEEHE
BARRBMBEIRENR, MZRBERTEENEMY.

2. IRHEAHEFEBLR RNA EERE, NESYENESIRRSS, TTLUEMINGEARE, B EFAEMN3
FREZPRAESIDEIFINAEZ, BRESAREATBEBELERRRN 2/3, AR AT UBRAIMEELE,

2. BRRAES
B 10mL BOE, MAKREAMRASHATN 3.8mL FHhK. 19 uL EREINHIT (320.5% &),
BEHS, KERE, NERHMA. IREZAHEFS, FREEMERAEEE,

J

3. }EFRERHIE (ChIP)
OmEFARER (PE 16H&) PINSEEARGE (RBEERBHRIM 5 Normal IgG, BURSNEE
BEE1~2h% 4°CI &,
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GFELAMA 200 pLZHER (PR 2 #HF), EfELRS 30%, 500 g B/ 5min, L&

@EE LR ER;

CRMEEFIIMANTBIER - RIEEEY, BURSN LEERES 1h ;X 4°CEE 2h,

©®4°C500 g B 5min, F L&

OFLAMNA 500 uL BHER P 3 4&%E), BifEES 30 R, MEAOZELERE 1 min HELE;

@FE FHRE—R. BRI 500uL JZ5K, EMEES 30 Jx; BY 100uL BAFMBOEFRTFERRN,
Tl 400uL (FR7ERE 2) BF RNATREL, WEHHI4°C500g B 5min, FLEE,

@mEE 1 0N 20 L 1 X SDS-PAGE _E##45Hi&FHEH 3 min, 500 g Bl 5 min, KK EEEFRHNELOER,
% ChIP ## A 5% H input ZBEFIFEZEBM Western Blot #4301

BE 2 PN 30 L ERRE K, RIEEH 20s, BONEEREE 10~15min; JAEES 20s, 1000g
B0 20s WK EEERNBELOEDR, BTFMHEREH DNA 1REL.

4. A3

(ODNA Input I ChIP # & ETF 65°CIEE 6 h E\EIR;

Q@EEMA 8uL RNase A, EiffllE4) 10~157%, 37°CiEE 0.5~2 h;

GEENN 8uL Proteinase K, 55°CiE5& 2 h,

5.7 DNA

OFEZHIMA 330 uL ddH20. 40 pL 10x TE Z&Hi&A 400 L Xy : &5 : RIXERE®R (25:24:1), EifE
B4 10~15 %, =8 13000 g E:d 10min, 3% FEKBIHNELED;

@EENMA 20 uL NaCl#0 1 mL K ZE2, -20°CimiE 2 h 3d &, 4°C 16000 g By 30 min, £,
@A 500 uL 80% ZEEHETUE, 4°C 16000 g Bty 30 min, XL, FERTE;

@M 20 uL ddH20, 7Af#iE DNA, - 80°CRTE

’;i%glﬁ/Notes
1. A= RIBTFEWAGHRIERTAH, AMERTIRKRIZHEGET, A ERTRRIAR, FEERTIZ&EE
EW;

2. ATIENR2MER, BFERERAB —REFERF.
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